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Author Correction: New genetic signals for lung function
highlight pathways and chronic obstructive pulmonary
disease associations across multiple ancestries
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In the version of the article initially published, unconsented individuals were erroneously
included in SPIROMICS consortiumresults. The analysis has now been repeated with the uncon-
sentedindividuals removed. The change inthe results does not affect the conclusionsin the paper.

The corrections required to the paper are as follows:

1. Inthe third paragraph of the “Association with FEV,/FVC and COPD in multiple ances-
tries” section: “(n= 6,979 cases and 3,915 controls)”, should be “(n= 6,964 cases and
3,904 controls)” and “P=2.87 x 10 ™" should be “P=2.21x 107",

2. In the fourth paragraph of the “Association with FEV,/FVC and COPD in multiple
ancestries” section: “4.73 (95% CI: [3.79,5.90]), P=3.00 x 10 *”, should be “4.71(95% CI:
[3.77,5.871), P=7.24 x 107",

3. Inthe Fig. 3b table, the SPIROMICS row: “1.54,1.38,1.72, 4.47 x 10, 988, 537”, should
be “1.55,1.39, 1.74, 6.80 x 10, 973, 526”; and the Meta-analysis row: “1.55, 1.48, 1.62,
148 X107, 6,979, 3,915”, should be “1.55,1.48,1.62,2.21 107, 6,964, 3,904".

4. In the final paragraph of the Discussion: “The 279-variant GRS we constructed was
associated with a 4.73-fold increased relative risk...”, should be “The 279-variant GRS
we constructed was associated with a 4.71-fold increased relative risk...”
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5. In the fifth paragraph of the “Effect of genetic risk score on COPD susceptibility in
multiple ancestries” section in the Methods: “SPIROMICS (988 cases, 537 controls)”,
should be “SPIROMICS (973 cases, 526 controls)”.

The correctionis due to 26 unconsented SPIROMICS samples being originally includedin
the analysis. The analyses that previously included these samples have been rerun with data
fromthese 26 samples removed.

Supplementary Information accompanies the online version of this amendment and
includes:

1. Updated Supplementary Text and Figures wherein we have changed:

« Onpage 23 (description of SPIROMICS cohort) the number of COPD cases has been
changed from 988 to 973 and controls from 537 to 526.

« Supplementary Figure 9 - the forest plots have been updated for the new results
for association with 279 variants after reanalysis of SPIROMICS.

* Supplementary Table 20 - the demographics for SPIROMICS have been updated.

« Supplementary Table 21 - the results rows for the SPIROMICS and “Meta-analysis of
5 European-ancestry study groups” have been updated.

« Supplementary Table 22 - The “Meta-analysis of 5 European cohorts” columns have
been updated after SPIROMICS reanalysis.

2. Updated Supplementary Tables wherein we have changed:

« Supplementary Table 29 - columns X-Z (“Meta-analysis of 5 external European-
ancestry COPD cohorts (Cases=6,964; Controls=3,904)") after reanalysis of
SPIROMICS data.

*A list of members and their affiliations appears in the Supplementary Information.

Additional information
Extended datais available for this paper at https://doi.org/10.1038/s41588-024-01752-4.
Supplementary information The online version contains supplementary material available
at https://doi.org/10.1038/s41588-024-01752-4.
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