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In Fig. 3c of this Letter, the effects of CRISPR–Cas9-mediated deletion 
of NR3C1, TXNIP and CNR2 in patient-derived B-lineage leukaemia 
cells were shown.  For curves depicting NR3C1 (left graph), data for 
TXNIP (middle graph) were inadvertently plotted. This figure has been 
corrected online, and the original Fig. 3c is shown as Supplementary 
Information to this Amendment for transparency. The error does 
not affect the conclusions of the Letter. In addition, Source Data files 
have been added for the Figs. 1–4 and Extended Data Figs. 1–10 of the  
original Letter.

CORRECTIONS & AMENDMENTS

Supplementary information is available at https://doi.org/10.1038/s41586-
018-0164-5.
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